Supplementary. Figure S1

doi: 10.17816/CP15488-145325

Mass Spectrometry Imaging of Two Neocortical Areas Reveals the Histological
Selectivity of Schizophrenia-Associated Lipid Alterations

Maria Osetrova, Marina Zavolskova, Pavel Mazin, Elena Stekolschikova, Gleb Vladimirov, Olga Efimova,
Anna Morozova, Yana Zorkina, Denis Andreyuk, Georgy Kostyuk, Evgeniy Nikolaev, Philipp Khaitovich
Published Online: September 2024

This appendix is a part of the original submission.

The appendix is posted as it was supplied by the authors.

4 )

X Reject annotation

One peak — one lipid — one adduct

750.5905 e HexCer d36:1 [Na+]

Several peaks — one lipid — different adducts

706.5378 > PC 30:0 [H+]
728.5207 > % PC30:0 [Na+]
744.4944 7 X PC30:0[K+]

One peak — several lipids — different adducts

LPC 20:4 [H+]

544.3387

> LPC18:1 [Na+]
One peak — several lipids — one adduct

PE 38:2 [H+]

772.5817
PC 35:2 [H+]

- J

Figure S1. MALDI Peak Annotation Algorithm.

Note: This figure provides a schematic representation of the peak annotation selection algorithm. Briefly, for cases of ambiguities in terms of lipids,
preference was given to the hydrogen adduct, followed by the sodium adduct over potassium. If a MALDI peak had multiple annotations satisfying
the selection criteria, all the matches were retained for the class level analysis.
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